Table 2 Uncorrected pairwise distances (%) between members of Kurixalus estimated from 16S rRNA (lower triangle) and COI
sequences (upper triangle). NA: not available

Species 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19
K. silvaenaias 46 47 6.7 128 123 114 NA 188 174 174 168 158 162 NA NA N 188 N
Sp. nov. A A
K. idiootocus 2.3 53 7.7 129 128 128 NA 183 164 173 17.1 17.1 16,6 NA NA N 195 N
A A
K. raoi 36 25 5.6 123 13.8 11.7 NA 169 159 16.1 156 150 152 NA NA N 187 N
A A
K 5.1 45 44 12.8 141 132 NA 17.8 175 163 169 151 153 NA NA N 202 N
lenquanensis A A
K eiffingeri 5.5 59 53 6.1 1.7 99 NA 184 172 173 160 169 173 NA NA N 193 N
A A
K. wangi 57 65 59 59 44 9.7 NA 170 163 18.1 166 176 17.5 NA NA N 202 N
A A
K. berylliniris 6.1 62 51 55 49 4.0 NA 157 153 179 169 164 169 NA NA N 208 N
A A
K 59 55 59 66 70 66 6.1 NA NA NA NA NA NA NA NA N NA N
gracilloides A A
K. yangi 1.5 10.1 11.0 10.6 99 9.1 102 11.2 63 136 129 129 133 NA NA N 197 N
A A
K. naso 11.7 10.5 11.0 10.6 104 89 95 105 45 12.6 12.6 13.1 13.0 NA NA N 191 N
A A
K. baliogaster 12.0 11.8 11.6 11.2 11.0 10.6 11.8 11.9 7.6 8.4 93 50 36 NA NA N 191 N
A A
K 123 11.1 119 11.0 11.0 104 106 112 7.1 84 35 92 88 NA NA N 20.1 N
odontotarsus A A
K bisacculus 12.5 11.8 122 11.3 11.0 10.6 11.6 11.3 79 87 34 3.1 36 NA NA N 180 N
A A
K hainanus 12,6 11.8 122 112 112 11.0 11.6 120 7.5 82 29 29 14 NA NA N 196 N
A A
K. viridescens 12.8 12.2 124 12.7 122 11.0 11.2 10.8 103 107 9.7 97 9.7 99 NA N NA N
A A
K. banaensis 13.1 12.0 12.5 124 11.8 11.0 10.8 10.8 9.7 109 10.0 93 99 99 64 N NA N
A A
K. motokawai 144 129 134 13.7 12.7 12,5 12.0 11.3 12.1 125 119 11.7 119 11.8 92 8.6 NA N
A
K. chaseni 16.7 169 169 17.0 18.0 169 16.1 166 16.6 16.1 17.8 17.6 17.6 179 18. 16. 17. N
2 5 1 A

K 162 15.1 155 153 14.0 127 133 141 16.0 151 163 164 16.0 16.0 16. 15. 16. 11.1

absconditus 5 1 2




